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Ved illustrationer hvori der indgår royaltyfri delelementer fra eks-
terne bidragsydere, i original eller redigeret form, efterfølges illustra-
tors navn af forkortelsen mbf. (med bidrag fra) og kreditering af de 
respektive bidragsydere. Bidrag fra Shutterstock.com er royaltyfri, 
medmindre andet er anført.

Illustrator: Elin Steffensen, Griffle. 
For øvrige informationer, se herunder.

I bogen vises skærmbilleder fra de programmer eller websider der 
præsenteres i bogen:

BepiPred: https://services.healthtech.dtu.dk/services/BepiPred-2.0/

Brackets: https://brackets.io/

ChimeraX: https://www.rbvi.ucsf.edu/chimerax/ 

Geneious Prime: https://www.geneious.com/

Protein Data Bank: https://www.rcsb.org/

Snapgene Viewer: https://www.snapgene.com/snapgene-viewer

TimeTree: https://timetree.org

UniProt: https://www.uniprot.org/

Kreditering af skærmbilleder angives med programmets eller websi-
dens navn.

Kapitel 1
Side 10 	 Figur 1: Skærmbillede fra Brackets.
Side 13	 Figur 3: Lotte Thorup.
Side 14	 Figur 4: Jesper Ruggaard Mebus. 
Side 15	 Figur 5-6: Fremstillet med Biomatters Geneious Prime.
Side 16	 Figur 7: Fremstillet med Biomatters Geneious Prime.
Side 17	 Figur 8: PDB ID: 2MYS. Skærmbillede fra Biomatters 

Geneious Prime.

Kapitel 2
Side 19	 Figur 9: Elin Steffensen mbf. Shutterstock.com: Mix and 

Match Studio (menneske), Dima Moroz (neandertaler), 
Eric Isselee (chimpanse og bonobo), photomaster (go-
rilla).

Side 20	 Figur 10: Skærmbillede fra Biomatters Geneious Prime.
Side 21	 Figur 11: Lotte Thorup.
Side 23	 Figur 14: Lotte Thorup.
Side 23	 Figur 15: Skærmbillede fra Biomatters Geneious Prime.
Side 25-29	 Figur 17-23: Skærmbilleder fra Biomatters Geneious 

Prime.
Side 31	 Figur 24: Skærmbillede fra Biomatters Geneious Prime.
Side 32-34	 Figur 26-28: Skærmbilleder fra Biomatters Geneious 

Prime.

Side 35	 Figur 29: Alexrk, CC BY-SA 3.0, via Wikimedia Com-
mons.

Side 36	 Figur 30: Shutterstock.com/Eric Isselee (kiwi).
Side 37	 Figur 32: Fremstillet med Biomatters Geneious Prime.
Side 38	 Figur 33: Skærmbillede fra Excel, Office 365.
Side 40	 Figur 36: Skærmbillede fra Excel, Office 365.
Side 39	 Figur 34: Shutterstock.com/Lakeview Images.
Side 41	 Figur 37-38: Skærmbilleder fra TimeTree.
Side 42	 Figur 39: Skærmbilleder fra TimeTree.
Side 43	 Figur 40: Skærmbilleder fra TimeTree.
Side 46-47	 Figur 45-46: Skærmbilleder fra Biomatters Geneious 

Prime.
Side 47	 Figur 47: Fremstillet med Biomatters Geneious Prime.

Kapitel 3
Side 49	 Figur 48: Shutterstock.com: LuckyStep (haj), Andriy Ne-

krasov (delfin).
Side 50	 Figur 49: Hanne Wolff.
Side 50	 Figur 50: Lotte Thorup mbf. Shutterstock.com: Desig-

nua, BlueRingMedia, PDB ID: 1GZX, 1Z2H.
Side 51-52	 Figur 51-53: Molekylær grafik og analyse er udført med 

UCSF ChimeraX, udviklet af Resource for Biocompu-
ting, Visualization, and Informatics ved University of Ca-
lifornia, San Francisco, med støtte fra National Institutes 
of Health R01-GM129325 og Office of Cyber Infrastruc-
ture and Computational Biology, National Institute of 
Allergy and Infectious Diseases.

Side 52	 Figur 54: Skærmbillede fra ChimeraX (UCSF).
Side 53	 Figur 55-56: Skærmbilleder fra Biomatters Geneious 

Prime.
Side 54	 Figur 57: Shutterstock.com: Kazakov Maksim (lucerne), 

Ngukiaw (rodknolde).
Side 56	 Figur 58, a-b: Hanne Wolff, c: Shutterstock.com/ Valery 

Evlakhov.

Kapitel 4
Side 57	 Figur 59: Lotte Thorup.
Side 58-61	 Figur 60-68: Skærmbilleder fra Biomatters Geneious 

Prime.
Side 63	 Figur 69: Skærmbillede fra UniProt.
Side 64	 Figur 70-71: Molecular graphics and analyses performed 

with UCSF ChimeraX, developed by the Resource for 
Biocomputing, Visualization, and Informatics at the Uni-
versity of California, San Francisco, with support from 
National Institutes of Health R01-GM129325 and the Of-
fice of Cyber Infrastructure and Computational Biology, 
National Institute of Allergy and Infectious Diseases. 

|  BILLEDLISTE

Billedliste

https://services.healthtech.dtu.dk/services/BepiPred-2.0/
https://brackets.io/
https://www.rbvi.ucsf.edu/chimerax/
https://www.geneious.com/
https://www.rcsb.org/
https://www.snapgene.com/snapgene-viewer
https://timetree.org
https://www.uniprot.org/


135  Billedliste    |

Side 65	 Figur 72-73: Skærmbilleder fra Biomatters Geneious 
Prime.

Kapitel 5
Side 67	 Figur 75, a: Hanne Wolff, b: Viktor Hundtofte Mebus.
Side 68	 Hanne Wolff (reaktionsskema).
Side 69-73	 Figur 76-80: Skærmbilleder fra Biomatters Geneious 

Prime.
Side 73-74 	 Figur 81-83: Skærmbilleder fra SnapGene Viewer (Dot-

matics).
Side 75-77	 Figur 84-87: Skærmbilleder fra Biomatters Geneious 

Prime.

Kapitel 6
Side 79	 Figur 88: Shutterstock.com/AMARJEETSINH JHALA.
Side 79	 Figur 89: Elin Steffensen mbf. Shutterstock.com/photo-

master.
Side 80-81	 Figur 90-92: Skærmbilleder fra Biomatters Geneious 

Prime.
Side 81	 Figur 93: Hanne Wolff.
Side 82-83 	 Figur 94-96: Skærmbilleder fra Biomatters Geneious 

Prime.
Side 83	 Figur 97: Fremstillet med Biomatters Geneious Prime.
Side 84-85 	 Figur 98-100: Skærmbilleder fra Biomatters Geneious 

Prime.
Side 86	 Figur 101: Shutterstock.com: Rainer Lesniewski (Syd-

amerika), Luciana Tancredo (magellangås), Rob Jansen 
(andesgås).

Side 86	 Figur 102: Skærmbillede fra Biomatters Geneious Prime.

Kapitel 7
Side 87	 Figur 103: Shutterstock.com: Vector-3D (SARS-CoV-2), 

Ismagilova (solstråler).
Side 89	 Figur 104: Skærmbillede fra Biomatters Geneious Prime.
Side 90-93	 Figur 106-111: Skærmbilleder fra Biomatters Geneious 

Prime.
Side 93	 Figur 112: Elin Steffensen mbf. Shutterstock.com/OSwe-

etNature
Side 95-97	 Figur 113-119: Skærmbilleder fra Biomatters Geneious 

Prime.
Side 99	 Figur 122: Skærmbillede fra Biomatters Geneious Prime.
Side 100	 Figur 123: Elin Steffensen mbf. Shutterstock.com/OSwe-

etNature 
Side 101-103	Figur 124-128: Skærmbilleder fra Biomatters Geneious 

Prime.

Kapitel 8
Side 105	 Figur 130: Fremstillet med Biomatters Geneious Prime.
Side 105	 Figur 131: Hanne Wolff.
Side 108	 Figur 132: Lotte Thorup.
Side 109-115	Figur 133-136: Skærmbilleder fra Biomatters Geneious 

Prime.
Side 115-116	 Figur 137-139: Skærmbilleder fra BepiPred.

Kapitel 9
Side 117	 Figur 140: Shutterstock.com/nnattalli. 
Side 117	 Figur 141: Shutterstock.com/Lucky-photographer.
Side 118	 Figur 142: Lotte Thorup.
Side 119	 Figur 146: Elin Steffensen mbf. Shutterstock.com: An-

warul Kabir Photo (sort sennep), Ramjee Verma (indisk 
sennep), LarisaL (vild havekål), sevenke (sareptasen-
nep), Peter Zijlstra (agerkål), Le Do (raps).

Side 120-122	Figur 148-151: Fremstillet med Biomatters Geneious 
Prime.

Side 122	 Figur 153: Shutterstock.com/nnattalli.
Side 123-126	Figur 154-157: Skærmbillede fra Biomatters Geneious 

Prime.

Kapitel 10
Side 129	 Figur 159: Skærmbilleder fra Biomatters Geneious 

Prime.
Side 131	 Figur 160: Fremstillet med Biomatters Geneious Prime 

med Mauve Genome Alignment Plugin fra Mauve Plu-
ginforfattere: Aaron Darling and Biomatters Ltd.
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